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Introduction



Analytic steps of Qsep100 

Sample type Cartridge Kit Analysis Method 

Cell-free DNA 
N1 High Sensitivity Cartridge Kit  

(Cat. C105204) 
M8-10-06-300 

Genomic DNA 
S2 Standard Cartridge Kit 

(Cat. C105201) 
M4-10-08-400 

RNA 
R1 RNA Cartridge Kit 

(Cat. C105810) 
M4-10-04-600 

Fragment DNA 
S2 Standard Cartridge Kit 

(Cat. C105201) 
M4-10-08-200 

Library DNA 
S2 Standard Cartridge Kit 

(Cat. C105201) 
M4-10-08-200 

 

Analysis MethodSample type Cartridge Kit

Standard Genomic DNA

3’ A-tailed fragments 

Fragmentation

End Repair

A-tailing

Ligation

Size selection

PCR

Total RNA/ mRNAFFPE/ cfDNA

Integrity of 

Size distribution 
control

Size distribution 
control

Validation of library

Fragmented DNA/RNA Sample 
(0-1200 bp)

nd2  Strand cDNA synthesis



Results



bp) ng/ µl % total nmole/L

100-5000 55.98 99.71% 101.71 846.96

400-600 7.63 13.62% 23.75 493.97
600-800 7.16 15.03% 15.53 709.73

800-1000 9.22 19.37% 15.82 896.50
1000-1200 5.29 10.40% 7.52 1082.95



Summary

References

Ÿ Detection Sensitivity: Detects as 

low as 0.1 ng/μl

Ÿ Disposable Gel-Cartridge: No need 

for gel preparation. RFID tagged for 

up to 100-300 runs
Ÿ Fast Analysis: 2-7 minutes per run

Ÿ Automated Sample Handling: 

Automated   process for 96-well 

capacity

Ÿ Competitive Cost for System and 

Consumable

Ÿ Data View: Electropherogram and 

gel-image format
Ÿ Software: Digital data for 

qualitative and quantitative 

analysis
Ÿ Compact Design: Fits on most lab 

benches

Ÿ Resolution: Up to  1-4 bp DNA 

fragments (between 100-500bp)

System Highlights
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